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G ene,Allele Index

18S rRNA P93
a1 P110; P143; T32
abi3 P139
acd1 P109
Activator P81;P91
afd1 P20; P32
al*-N562 P57
alpha-zein P13
atp1 P120
atp1-1 P120
atpA P93
b T5
B' P131; P136; T5
B-Bolivia P131
B-I P136; T5
B-P P136
b1 P131; P136; P89
ba1 P55
Bif1 P55
bif2 P55
bl*-N43 P57
blh*-N487C P57
brittle2 P4
bsd2 P66
bz P159; P81; P91
bz-m039 P159
bz-m2 P81
bz-m2(DI) P91
Bz-McC P81
c1 P139; T32
camouflage 1 P7
cb*-N1962 P57

cb*-N497B P57
Cells* P70
cells* P70
cf1 P7
chaos1 P70
Cinful P63
Clusters Zep1 P16
corkscrew P37
cox1 P93
cox2 P93
cox3 P93

coxVb P93
cr4 P76
crs1 T4
crs1-1 T4
crs1-2 T4
csp1 P51
csp1-Bf1 P51
csp1-GJ P51
csp1-KS P51
csp1-Pioneer P51
csu145a P26
Cut 1 P6
d3 P86
d8 P86
dek1 T9
dinf1 P128
dsy2 P17
dwarf8 T37
dzs10 P117
eEF1A P13
el P20
enhancer of ligulel P41
EPC T27, P65

Esr1 P63
Esr2 P63
Esr3 P63
fae2-0 T15
fae2-846 T15
fasciated ear2 T15
ftsY P123
glossy1 P137
glossy8 (gl8) P103
Glu-1Dx P129
gnarley P130
Gnarley1 P130
Gus P63
hcf106 P123
Hsp101 P126
hsp101-m1::Mu P126
hsp101-m2::Mu P126
hsp101-m3::Mu P126
hsp101-m4::Mu P126
hsp101-m5::Mu P126
id1 P150; P86; T23
id1-m1 T23

ids1 P43; P50
In-D T11
In-W22 T11
Indeterminate1 T23
indeterminate1 T37
intensifier1 T11
Jittery P159
kn1 P130
knotted1 P130
knox P130
knox3 P130
knox4 P130
l*-N606 P57
La1 P56
laminate coleoptile P49
Les9 P45
lg2 P74
liguleless1 P41
liguleless3 T14
liguless3 P54
lls1 P109
mel1 T8, P44
mel2 T8, P44

mel3 T8, P44
MFS14 P92
mn1 P140
mop2 P106
Mop2-1 P106
Mu P130; P74
Mu1 T5
MuDR T5
mudrA P151
mudrA P153
mudrB P153
Mutator P130
narrow sheath1 P67
narrow sheath2 P67
narrow sheath2-Mu77 P67
nec*-N468 P57
nec*-N599A P57
nope1 P128
OSH P58
Oshox1. T17, P68
Oskn2 P62
Oskn3 P62
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OsPNH P58
P-pr P108
P-rr P108
p1 P108; P110; P133; P147;
T32
P1-rr P133
pam1 P18
pam1-0 P18
pg*-N514B P57
pl T5
Pl' T5
Pl-Rh T28
Pl-Rh T5
pl1 T28
ppg1 P57
ppg1-N199 P57
pre1 P52
pre1-1 P52
pre1-2 P52
pre1-3 P52
ptc*-N520 P57
r-X1 P30
r1 P89; T32

ra1 P39; P43; P74
ra1-IHO P74
ra1-m1 P74
ra1-m2 P74
ra1-m3 P74
ra1-Mum1 P74
ra1-ref P74
ra2 P39; P43
ra3 P39
rad51b P119
rad51b-98E7 P119
rad51b-98E7 deletion   P119
rf2 P134
Rf3 P36
rf3 P36
rgf P140
rgo1 P50
Rip1 T10, P8
Rld1 T24
rli1 P70
rli1-bumpy P70
rli1-gritty leaf P70

rli1-reference P70
rli1-warty P70
rmuA P151
Roc1 P48
rough sheath2 P71
roughsheath1 T14
roughsheath2 T14
Rp1 T7
Rp1-D T7
rs1 P130
secE P123
sh1 T29
sh2 P110; P143
shrunken1 P102
shrunken1 P99
shrunken2 P4
snm1 T8, P44
Sos1 P39
Sos1 P55
Spm P74
spt*-N513A P57
stc1 T31, P132
sucrose synthase1 P102

sugary1 P14
sus1 T29
sxd1 T3
T-urf13 P92
Tangled T13
tb1 P86
tha1 P123
tha4 P123
tha5 P123
tha8 P123
thick tassel dwarf 1 P64
tie-dyed1 P41
TLK P127
Tousled P127
trAc P81
ts6 P43
tsh1 P55
tunicate1 T16, P75
turbulent leaf1 P70
ub1 P74
umc105a P26
unbranched1 P39

v*-N447B P57
v1-m1 P155
v1-m4 P155
v16 P30
virescent1 P155
virescent4 P155
vp1 P139
vp9 T36
Wab P47
wt1 P57
wt2 P57
wx P91
wx-m7 P91
X-gene P110
x1 P143
xcl T26
y1 P96; T36
y1 recessive allele P96
y8 T36
ys1 T6, P11
ys1-m1::Ac T6, P11
ys1-ref T6, P11
yz1 P143

zb7 P57
Zeon P63
Zep2 P16
Zep3 P16
Zep4 P16
Zep5 P16
ZmAUX1 P60
zmKCS P6
zmKCS-1 P6
zmKCS-2 P6
zmm19 T16, P75
ZmMADS1 P69
ZmMADS3 P69
ZmPTVI. P144
ZmPTI P144
ZmPTII P144
ZmPTIII P144
ZmPTIV P144
ZmPTV P144
zmSRp1 P97
zmSRp2 P97
zpu1 P14
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